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Coxsackievirus A4

Coxsackievirus A6

Coxsackievirus A16
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Coxsackievirus B3

Coxsackievirus B4

Coxsackievirus B5S
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Echovirus 9

Echovirus 30

Parechovirus 1

Poliovirus 1

Enterovirus 71

Rhinovirus

Influenza virus A H1 N unknown
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Influenza virus A H3 N unknown

Influenza virus B
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Parainfluenza virus 2

Rotavirus group A
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Norovirus genogroup I

Norovirus genogroup Il
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Adenovirus 1

Adenovirus 2

Adenovirus 3
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Adenovirus 4

Adenovirus 5

Herpes simplex virus 1
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Escherichia coli E& R4
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Escherichia coli &R ARG E ;55

Escherichia coli EHEC/VTEC

Salmonella Enteritidis

Salmonella Typhimurium
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Salmonella Z Rt

Salmonella #£A~B5

Vibrio cholerae O1 & 0O139L14}

Aeromonas sobria

Campylobacter jejuni
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Staphylococcus aureus
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