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B REER 2B |3A |4A |5A |6A [7HA [8A [9A [10A|11A]12A] &
Coxsackievirus A5 1 1 1 3
Coxsackievirus A6 7 2 4 7 1 21
Coxsackievirus A16 1 1
Coxsackievirus B5 3 3 2 1 9
Echovirus 18 3 1 1 5
Echovirus 30 1 3 2 2 8
Parechovirus 1 1 1
Parechovirus 3 1 4 4 5 14
Rhinovirus 1 3 1 1 1 1 2 2 2 1 1 16
Influenza virus A HI pdm 8 1 1 1 5 1 2 19
Influenza virus A H3 N unknown 9 2 2 13
Influenza virus B 1 1 2
Parainfluenza virus 2 1 1
Parainfluenza virus 3 1 1
Respiratory syncytial virus(RSV) 1 1
Mumps virus 1 1 1 3
Rotavirus group A 1 1
Norovirus genogroup II 1 1
Adenovirus 1 1 1 2
Adenovirus 2 1 1 1 2 5
Adenovirus 3 1 1 2 1 1 1 2 9
Herpes simplex virus 1 2 2
Cytomegalovirus (CMV) 1 1
Human herpes virus 6 (HHV 6) 1 1 1 2 2 1 1 4 13
Human herpes virus 7 (HHV 7) 1 1 2
Human Parvovirus B19 1 1 2
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2. ARRRHE K R (R - R IR AT S EF) 2019
BRHE 1A|[2A 3R 4R |5A|6A|7A|8A [ 9A [10A[11A[12A] &
HxRMXEE (ETEC)
BERREABE (EPEC) EX 1|1 3 [ 4 9
BEHmEXEBEEEHEC/VTEC 1 1 [ 1 ]2 5
Salmonella B & 1 3 1 41 6 4 917] 4 1 1 1 | 52
C ampylobacter jejuni 1 1
S taphylococcus aureus 1 1 2
Vibrio parahaemolyticus
X EPECEEL, BREEE[TEMERZE (EAgEC) RRLVEED
3. ARlEmL Y ERE KR 2019
P Byl 1A[2H |3H |48 |58 |6A [7A [8H |9H |10A|11H|12H]| §
A |T-1 3 5 1 1 1 1 1 13
A |T-3
A |T-4 1 2 2 1 1 1 1 2 3 14
A |T-6
A |T-11 1 1
A |T-12 6 4 3 2 1 1 1 1 19
A |T-25 2 2 4
A |T-28
A |T-B3264 5 2 1 1 1 1 1 12
A BRI A BE 1 1
B 2 1 3
C 1 1 2
G 1 1




