1. BIRABNVANR N TYFT -S5O T HEHRR 200
mREH 18 28 38 48 58 68 18 8H 98 108 118 128 Bt
Coxsackievirus A5 1
Coxsackievirus A6 1
Coxsackievirus A9 1 1
Coxsackievirus A10 1 2
Coxsackievirus B1 1
Coxsackievirus B3 1 3
Echovirus 3 2 2
Echovirus 9 2 3
Influenza virus A H3 N unknown 5 31 1 2 39
Influenza virus B 12 1 13
Mumps virus 1
Rotavirus group A 11 7 18
Astrovirus 1 1 2
Astrovirus 2 1 1
Astrovirus 4 1 1
Norovirus genogroup | 2 1 1 1 6
Norovirus genogroup Il 4 1 3 1 2 14
Sapovirus 1 1
Adenovirus 2 1 1 3
Adenovirus 3 2
Adenovirus b 1
2. ARlERMER R - REATSE) 2005
BHE 18 28 38 48 58 68 18 8H 98 108 114 128 &t
Escherichia coli &R 1 1 2
Escherichia coli &R X E M5 % 1 2 4 3 3 5 4 9 2 44
Escherichia coli EHECVTEC 1 3 5
Salmonella Enteritidis 4 2 8 18 5 9 3 22 86
Salmonella Typhimurium 1 1 1 3
Salmonella Z D fh 1 1 1 3 14 9 36
Yersinia enterocolitica 1 1
Campylobacter jejuni 1 1 1 1 1 1 1 13
Staphylococcus aureus 4 1 3 4 2 2 2 2 5 26
Z DAt 2
3. AREmMLYERER KR 2005
25l B 18 2H 38 48 58 68 1R 8H 98 108 114 128 &&t
A |T-1 1 2 1 2 1 2 1 17
A T4 3 1 2 2 11
A |T-11 1 1 2
A |T-12 26 31 10 3 6 1 1 3 89
A |T-13 1 1 2
A |T-25 1 1
A |T-28 3 4 1 10
A |T-B3264 1 1 1 1 5
A |BRITEE 1 1 1 5
B m 1 1
B [IV(NT-6) 1 1
G 1 1




