1. BRAMNILNR -V rvF T -5 THEHRE 2003
HEAZ 18 28 38 48 5H 68 18 8H 9A8 108 118 128 At
Coxsackievirus A6 2
Coxsackievirus A9 2 5
Coxsackievirus Bl 1
Coxsackievirus B2 1 1
Echovirus 6 1
Echovirus 18 1
Echovirus 30 2 1 13
Parechovirus 1 1 3
Influenza virus A H3 N unknown 30 3 1 34
Influenza virus B 4 9 13
Rotavirus group A 3 3 10
Norovirus genogroup Il 8 8
Adenovirus 3 2 8
Adenovirus 4 1
Chlamydia trachomatis 3 3 1 1 14
2. F 7% R4 4 H R R (B - {R G AT 2 ) 2003
BHE 1A 28 38 4R 58 68 718 8H 98 10A 118 128 At
Escherichia coli %R 1 1
Escherichia coli R ARZE M:FE 2 3 1 2 17
Escherichia coli EHEC /VTEC 1 4
Salmonella Enteritidis 1 1 1 3 15
Salmonella Typhimurium 1 2 1 2 10
Salmonella Z D1 7 2 2 17
Yersinia enterocolitica 1 1
Campylobacter jejuni 2 2 1 3 2 3 16
| Staphylococcus aureus 1 1 1 1 2 11
Bacillus cereus 1 1
3. AAMRML > 4 3R H KSR 2003
3] gl 1A 28 38 48 58 68 718 8H 9H 108 118 128 At
A |T-1 5
A |T-4 4 7 9 18 34 31 127
A _|T-6 1 1
A _|T-9 1 1
A |T-11 1 2
A |T-12 4 8
A T-13 1 1 1 3
A T-25 1 1 1 3
A T-28 1 2 1 4
A T-B3264 2 1 1 2 2 13
A [BIBITEE 1 6 3 1 25
B JM9 1 1
[} 1
G 2




