1. BRAMNILNR-VTvF TSSO THEBRE 2002
BREE 18 28 38 48 58 68 78 8A 98 108 118 128 At
Coxsackievirus A4 4 4
Coxsackievirus B2 1
Coxsackievirus B4 1 1
Echovirus 11 1
Echovirus 13 1 1 15 29 1 49
Echovirus 18 1 1
Echovirus 30 1 3 9
Poliovirus 2 1
Influenza virus A H1 N unknown 11 4 15
Influenza virus A H3 N unknown 3 1 28 32
Influenza virus B 3 10 13
Rotavirus group A 5 1 12
Adenovirus 1 1 1
Adenovirus 2 1 1
Adenovirus 5 1 1
Adenovirus 40/41 1 1
Chlamydia trachomatis 3 2 1 1 2 1 14
2. A AR R R (R - (RS E) 2002
RHE 1A 28 38 4R 58 68 718 8H 98 10A 118 128 At
Escherichia coli #A#8{2 A 14 1
Escherichia coli EF# R 1 3
Escherichia coli R ARZE M:FE! 2 2 2 2 2 7 1 1 26
Escherichia coli EHEC /VTEC 1 1
Escherichia coli ZMD4th+ B8 1 2 4
Salmonella Enteritidis 1 1 1 5 6 4 1 32
Salmonella Typhimurium 1 5
Salmonella Z®D1th 1 4 4 10 1 23
Vibrio cholerae O1 & O139L14} 1 1
Campylobacter jejuni 2 1 1 2 3 1 13
| Staphylococcus aureus 2 1 1 1 7
Bacillus cereus 1
3. AAMRML > 4 SRR H KR 2002
;1] kS]] 18 27 3R 48 58 64 78 8H 98 108 118 128 At
A |T-1 3 1 1 4 2 5 20
A |T-2 1 1
A -4 1 2 3 1 4 3 8 3
A -6 1
A -1 1
A -12 4 3 12 3 16 11 3 12 8
A T-13 1
A T-23 1
A T-25 1 2 1 1 1 4 13
A T-28 2 1 1 6
A T-B3264 2 1 1 1 9
A [BIBITEE 2 3 1 1 1 1 1 2 16
B I 1
B IV(NT-6) 1
[} 3 2 7
G 1 2




